The morphological and molecular evidence for higher-level reptile relationships is reassessed, A combined analysis of 176 osteological, 40 
These three possibilities are here called the "anapsid", "lepidosaur" and "archosaur" hypotheses respectively ( Fig. I ). Each has some recent character support from either morphology or molecules. living diapsids. 1 is the "anapsid" hypothesis, 2 is the "lepidosaur" hypothesis, and 3 is the "archosaur" hypothesis. 1917; Gaffney, 1980; Reisz, 1981; Gauthier, 1984; Benton, 1985 Benton, , 1996 Gaffney and Meylan, 1988; Carroll, 1988) . Under the most recent interpretations of this hypothesis, the nearest relatives to turtles are primitive anapsid reptiles, in particular, procolophonoids (Laurin and Reisz, 1995) or pareiasaurs (Gregory, 1946; Ivachnenko, 1987; Lee, 1997) . The hypothesis of diapsid monophyly has been supported largely by morphological, and in particular skeletal, traits. However, even the skeletal traits are relatively few, and some are also correlated with temporal fenestration (e.g. Reisz, 1981; Gauthier, 1984; Benton, 1985; Evans, 1988; Laurin and Reisz, 1995) . Furthermore, soft anatomical traits support a radically different arrangement of amniotes (Gauthier et ah, 1988; Gardiner, 1982 Gardiner, , 1993 see below) . Thus, the morphological evidence for diapsid monophyly is not strong.
Nevertheless, (his arrangement was widely accepted, and analyses of basal amniote relationships continued to assume diapsids were monophyletic, and thus represented them using only one or two presumably basal forms (e.g. Laurin and Reisz, 1995; Lee, 1995) . and Proterosuchidae (e.g. Benton and Clark, 1988; Sereno, 1991; Juul, 1994; Witmer, 1997; Gower and Weber, 1998) .
Data analyses
The three data sets here were analysed according to maximum parsimony using PAUP* (Swofford, 1999 (Fig. 4 ). This arrangement is very similar to that proposed by Gardiner (1982 Gardiner ( , 1993 and Lovtrup (1985) (Table 2) . However, for the entire (morphological + molecular) data, these trees are not significantly worse than the most parsimonious tree (Table   2 ).
For backbone constraint B (the lepidosaur hypothesis), the same two most parsimonious trees were found for all three data combinations (Fig. 7) (Ivachnenko, 1987; Lee, 1995; deBraga and Reisz, 1996) .
41.
Acleistorhinus is coded as unknown following deBraga and Reisz (1996) , where the area is noted to be poorly preserved and the relevant suture not discussed or illustrated in the reconstructions.
51.
Lower temporal fenestra absent (0); present (1). Younginids (Gow, 1975; Evans, 1987) , millerettids (Gow, 1972) 198. Two or more tracheal rings. Absent (0); present (1). G35a.
199.
Heart. Incompletely divided (0); completely divided (I).
G20.
200.
Septum sinu-venosi. Absent (0); present (1). 021.
201.
Semilunar valves of pulmonary artery. Two (0); three (1).
G3.
Subclavian
arteries. Near third or fourth aortic arches, or more posterior (0); near carotids, or more anterior (1). G37, 203. Kidney and adrenal gland. Adjacent (0); separated (1).
A20.
204.
Adrenals. Adjacent to body wall (0); suspended by gonadal mesenteries (1). L7 modified.
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